Sup Table 2: Regions of predicted disorder within nucleolin and nucleophosmin using online resources, to accompany Sup

Fig 1.
Protein Disorder prediction algorithm Disordered residues
Nucleolin Ucon None found.
Disopred 1-65, 85-114, 121-308, 555-567, 643-710
RONN 1-60, 76-308, 372-400, 436-459, 467-484, 547-
627, 646-710
DISEMBL: Hot-loops 1-168, 177-194, 206-302, 366-408, 436-483,
555-617, 629-710
DISEMBL: Remark 465 1-114, 133-300
DISPROT: VSL2B 1-308
Nucleophosmin Ucon 122-279
Disopred 136-156, 187-259
RONN 28-47,114-263

DISEMBL: Hot-loops

1-12, 137-246, 255-267

DISEMBL: Remark 465

119-135, 141-244

DISPROT: VSL2B

1-16, 112-261




